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SEQUENC E LISTING 



(1) GENERAL INFORMATION: 



(i) APPLICANT :Ryncarz, Alexander J. 



(ii) TITLE OF INVENTION: Positive Controls in Polynucleotide 

Amplification 



(iii) NUMBER OF SEQUENCES: 3 



m 

M 
I* 

in 



(iv) CORRESPONDENCE ADDRESS: 

(A) ADDRESSEE: Jerome Rosenstock, Esq. 

(B) STREET: Rt . 202-206 North/P.O. Box 2500 



(C) CITY: 



(F) ZIP 



Somerville 



(D) STATE: New Jersey 



(E) COUNTRY: U.S.A. 



08876-1258 



(v) COMPUTER READABLE FORM: 



(A) MEDIUM TYPE: DISKETTE, 3.5 INCH, 1.44 Mb STORAGE 



(B) COMPUTER: 



DELL 486 



(C) OPERATING SYSTEM: WINDOWS 3.1 



(D) SOFTWARE: 



WORDPERFECT 6.0a 



(vi) CURRENT APPLICATION DATA: 

(A) APPLICATION NUMBER: Not yet Assigned 

(B) FILING DATE: January 30, 1997 



(C) CLASSIFICATION: 

(vii) PRIOR APPLICATION DATA: 

(A) APPLICATION NUMBER: 

(B) FILING DATE: 

(viii) ATTORNEY /AGENT INFORMATION: 

(A) NAME: Jerome Rosenstock, Esq. 

(B) REGISTRATION NUMBER: 25,4 56 

(C) REFERENCE/DOCKET NUMBER: BDI-1020 

(ix) TELECOMMUNICATION INFORMATION: 

(A) TELEPHONE: (908) 231-2125 

(B) TELEFAX: (908) 231-4919 

[2) INFORMATION FOR SEQ ID NO: 1 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 25 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULAR TYPE: DNA 

(iii) HYPOTHETICAL: NO 

(iv) ANTI -SENSE: NO 

(v) FRAGMENT TYPE: C-terminal 



(vi) ORIGINAL SOURCE: 

(A) ORGANISM: 

(B) STRAIN: 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO 
CGACTCACTA TAGGGCGAAT TGGGC 

(3) INFORMATION FOR SEQ ID NO: 2 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 25 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULAR TYPE: DNA 

(iii) HYPOTHETICAL: NO 

(iv) ANTI -SENSE: NO 

(v) FRAGMENT TYPE: C-terminal 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: 

(B) STRAIN: 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO 
CGACTCACTA TAGGGCGAAT TGG*G*C 



t 

(4) INFORMATION FOR SEQ ID NO: 3 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 25 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULAR TYPE: DNA 

(iii) HYPOTHETICAL: NO 

(iv) ANTI- SENSE: NO 

(v) FRAGMENT TYPE: C- terminal 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: 

(B) STRAIN: 

(xi) SEQUENCE DESCRIPTION: SEQ. ID NO: 3 
CATTAGGCAC CCCAGGCTTT ACAC 



